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The Netherlands (October )




1 KB DNA Lader

1:188Ff710R - 1723 bg.
3: 153F853R — 2226 by

Lane 1. 1723 bp product with type 6
primer pair: BTV-6/2/p155F and BTV-
6/2/p710R

Lane 2: 1630 bp product with type 6
primer pair BTV-6/2/p301F and BTV-
6/2/p790R

Lane 3: 2226 bp product with type 6
primer pair BTV-6/2/p153F and BTV-
6/2/p853R

2: 301Ff790R - 1630 bp
4: 35F/ 439R - 1211 bp

Lane 4: 1211 bp product with type 6
primer pair BTV-6/2/p35F and BTV-
6/2/p439R
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Phylogenetic analysis of full length Seg-2 of BTV-6 Netherfands 2008
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* Data for the other segments of the BTV-6 vaccine are being generated in South Africa :
BTV-2 was used as a component of the Israeli multivalent vaccine
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Western EHDV group

Eastern EHDV group
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Swiss ‘BTV-like’ goat virus
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Eastern BTV group
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reference strains
of BTV1-24.

Post infected
animals would
normally be
expected to show
neutralisation
titres of

at least 1/256
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aracterization o
Toggenburg Orbivirus, A New Bluetongue Virus, from
Goats, Switzerland.

Emerg Infect Dis, doi 10.3201/eid1412.080818; in press.




« BTV In Israel (untyped — samples requested)
« BTV-16 identified in Greece
« BTV-8 identified in Greece



Europe)

Identify reassortment between strains of BTV-6 and 8 in the
Netherlands

BTV in Libya (typed but awaiting official-OIE announcement)
BTV-1 in Algeria

BTV-16 in Greece

BTV-8 in Greece (for first time)

BTV-25 identified in Switzerland

Set up Relais system for BTV

Sequence full genome of 100 BTV strains from around the world, as
reference, to help identify reassortment events.

ldentified several reassortment events in eastern Mediterranean field
strains



